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MDR: Defined as > 1 resistance gene family detected in specimen November 31.0%
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. VRE: Vancomycin-Resistant Enterococcus
CRE: Carbapenem-Resistant Enterobacteriaceae 3.4%
. MRSA: Methicillin-Resistant Staphylococcus Aureus 1

ESBL: Extended-Sprectrum Beta-Lactamase ]

Sulfonamide ESBL Fluoroquinolone Methicillin C-IPD
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Resistance Gene Breakdown (January 2025)

Notable Pathogens/Resistance Genes Last 3 months
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MRSA: Methicillin-Resistant Staphylococcus Aureus
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